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General information about the entry 



Entry name 

Primary accession number 
Secondary accession numbers 
Entered "in SWISS-PROT in 
Sequence was last modified in^ 
Annotations were last modified in IRelease 40, October 2001 



TRYGMOUSE 
Q9QUL7 _ 

jNone 

{Release 40, October 2001 
(Release 40, October 2001 



Name and origin of the protein 



jProtein name 



{Synonyms 

jGene name 
iFrom 



Taxonomy 



Tryptase gamma [Precursor] 

'Transmembrane tryptase 
TPSG1 orTMT 

i Mus musciilus (Mouse) [TaxID: 10090 ] 

l Eukaryota ; Metazoa ; Chorda ta ; Craniata ; Vertebrata ; Euteleostomi ; Mammalia ; 
i Eutheria ; Rodentia ; Sciurognathi ; Muridae; Murinae ; Mus . 



References 



[^SEQUENCE FROM NUCLEIC ACID. 
iSTRAIN=129/Sv, and BALB/c; 

iMEDLINE-99452974; PubMcd=l 052 1469; [NCBI, ExPASv , EBI, Israel, Japan ! 
Wonu G.W.. Tang Y. . Feyfaut E., Sali A. . Li L. . Li Y„ Huang C, Friend D.S. , Krilis S.A. 



Stevens R.L.; 



"Identification of a new member of the tryptase family of mouse and human mast cell proteases which possesses a novel 
!COOH-terminal hydrophobic extension."; 
J. Biol. Chem.. 274:30784-307930 999) . 



Comments 



SUBCELLULAR LOCATION: MEMBRANE-ANCHORED (Potential). 
TISSUE SPECIFICITY: Expressed in many tissues. 

SIMILARITY. BELONGS TO PEPTIDASE FAMILY SI . TRYPTASE SUBFAMILY. 



Copyright 



This SWISS-PROT entry is copyright. It is produced through a collaboration between the Swiss Institute of Bioinformatics and the EMBL outstation - the 
European Bioinformatics Institute. There are no restrictions on its use -by -non-profit institutions as long as its content is in no way modified and this statement 
is not removed. Usage by and for commercial entities requires a license agreement (See http://www.isb-sib.ch/annou nee/ or send an email to 
Hcensc@isb-sib._ch). 
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P2023 1 ; 1 AAO [ HSSP ENTRY / PDB ] 
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Q9QUL7; Mus musculus. [ Entry / Contig : view ] 
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2 82 TRYPTASE GAMMA HEAVY CHAIN. 
2 1 POTENTIAL . 

CHARGE RELAY SYSTEM (BY 
SIMILARITY) . 
CHARGE RELAY SYSTEM {BY 
SIMILARITY) . 

CHARGE RELAY SYSTEM {BY 

SIMILARITY) . 

INTERCHAIN {POTENTIAL) . 

BY SIMILARITY. 

BY SIMILARITY, 

BY SIMILARITY. 

BY SIMILARITY. 

N- LINKED (GLCNAC . . . ) 

(POTENTIAL) . 
N- LINKED (GLCNAC. . . ) 

(POTENTIAL) . 



E 



Feature aligner 



Feature table 
viewer 



Length: 311 AA [This is the length Molecular weight: 32656 Da [This is 
of the unprocessed precursor] (the MW of the unprocessed precursor] 



CRC64: 7FC9D6EF6A2A8808 [This is a 
checksum on the sequence] 
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